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pGP2b sequence: 



AATTAGCggccgctgtcgacaagcttcgaattcagtatcgatgtggtacctggatcctcgagtgcGGCCGCAGTATGCM 

AAAAMGCCCGCTCATTAGGCGGGCTCTTGGCAGMCATATCCATCGCGTC^^ 

TCTCGGGCAGCGTTGGGTCCTGGCCACGGGTGCG(^TGATCGTGCTCCTGTCGTTGA^ 

TGCCTTACTGGTTAGCAGMTGMTCACCGATACGCGAG 

AGCMCMCATGMTGGTCTTCGGTTTCCGTGTTTO^ 

TCCGGATCTGCATCGCAGGATGCTGCTGGCTACCCTGTGGAACACC^ 

TGAGTGATITITCTCTGGTCCCGCCGCATCCATACCGCCAGTTGTTTACCCTCACMCGTO 

ATCATCAGTMCCCGTATCGTGAGCATCCTCTCTCGTTTCATC^ 

ACGGAGGCATCMGTGACCAAACAGGAAAAAACCGCCCTTMCATGGCCCGCTTTATCAGMGCCIAG^ 
TGGAGAAACTCMCGAGCTGGACGCGGATGMCAGGCAGACATCTGTGMTCGCTTCACGACCAC^ 
CGCAGCTGCCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTO 
GTMGCGGATGCCGGGAGCAGACMGCCCGTCAGGGCGCGTCAGCGGGTGTTGG^ 

AGTCACGTAGCGATAGCGGAGTGTATACTGGCTTMCTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCAT^ 

GGTGTGAAATACCGCACAGATGCGTMGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTC 

CGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAMGGCOT 

CGCAGGAAAGMCATGTGAGCAAAAGGCQGCAAAAGGCCAGGMCCGTAAAMGGCCGCGTTGCT^^ 

GGCTCCGCCCCCCTGACGAGCATCACAAAMTCGACGCTCMGTCAGAGG 

CAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTO 

cccttcgggmcx:gtggcgctttctcatagctcacgctgtaggtatctcagt^ 

GCTCTGT(^CGMCCCCCCGTTCAGCCCC3ACCGCTGCGCCmTCCGGTMC 
CACGACTTATCGCCACTGGCAGCAGCQggcgcgccttggcctaaga 
TGTAGGCGOTGCTACA(3AGTTCTTGMGTGGTGGCCTMCTACGGCTACACT^ 
TGCTGMGCCAGmCCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAMCAM 
TTTGTTTGCMGCAGCAGATTACGCGCAGAAAAAAAGGATCTCMGMGATCC 
TCAGTGGMCGAAAACTCACGTTMGGGATTTTGGTCATGAGATTATCAAAAAGGA^ 
AAAMTGMGTTTTAMTCMTCTAAAGTATATATGAGTAMCTTGGTCTGACAGTTACCMTGOT 
CCTATCTCAGCGATCTGTCTATTTCGTTCATC^ 
CTTACCATCTGGCCCQGTGCTGCMTGATACCGCGA^^ 
CAGCCGGMGGGCCGAGCGCAGMGTGGTCCTGCMCTTTATO 
AGAGTMGTAGTTCGCCAGTTMTAGTTTGCGCMCGTO 
TGGTATGGCTTCATTCAGCTCCGGTTCCCMCGATCMGGCGAGTTACATGATCCCCC 
GCTCCTTCGGTCCTCCGATCGTTGTCAGMGTMGTTGGC^ 
TCTCTTACTGTCATGCCATCCGTMGATGCTTTTCTGTGACTGGTGAGTACT^ 
* GCGGCGACCGAGTTGCTCTTGCCCGGCGTCMCACGGGATMTACCGC^ 
TTGGAAMCGTTCTTCGGGGCGAAMCTCTCMGGATCTTACCGCTGTO 
CCCMCTGATCTTCAGCATCTTTTACTTTCACCAK^ 
GGGMTMGGGCGACACGGAAATGTTGMTACT(^TACTCTTCCTTm 
GTCTCATGAGCGGATAC^TATTTGMTGTATTTAGAAAAATAMCAAATAGGG^ 
CCACCTGACGTCTMGAMCCATTATTATCATGACATTMCCTATAAA 
AG 



FIG. 77A 



15 Sal I 
21 HinD III 
25 BstB I 
28 EcoR I 
37 Cla I 
45Asp718 
45 Kpn I 
52 BamH I 
57 PaeR7 I 

57 Xho I 
Aatll3047 102 Ban II 




Sfi I 1639 
Sty I 1635 
BssH II 1630 
Xcm I 1626 



FIG. 77B 




FIG. 79 



1 0,000 



1 00.00 



j= 1 .0000 



0.0100 



0.0001 



# COPIES: 



11952 
10-50 



0 HUMAN \i 
□ HUMAN y1 



11959 
5-10 



11962 
0-2 



11963 
0 



11966 
10-50 



11967 
0 



FIG. 81 




FIG. 84 



LINE: 



2550 11959 11952 




0 



1 2 3 4 5 

FIG. 83 




AGAROSE WITH 
2 MOUVR NaOAc 



FIG. 85 




CD43 IgM 

FIG. 86 





10° 10 1 10 2 10 3 10 4 
FL1-H 




10° 10' 10 2 1 0 3 1 0 4 
FL1-H 



100 N 



CO 
=3 

o 
O 




10° 10' 10 2 10 3 10 4 
FL1-H 




10° 10' 10 2 10 3 10 4 
FL1-H 




10° 10 1 10 2 1 0 3 1 0 4 
FL1-H 




10° 10' 10 2 1 0 3 1 0 4 
FL1-H 



FIG. 88 



1.5 



1.25 



E 

£ 1 

T 



Q 
O 



.075- 



.05- 



0.25 



- 10C5-6 

- Leu 3a 

T CELLS + Stim 
T CELLS ONLY 



10000 1000 100 10 

mAb CONCENTRATION (ng/ml) 

FIG. 90 



Stain Buffer 



RPA-T4 



Leu-3a 



Data.025 




10° 10' 10 2 1 0 3 1 0 4 
FL1-H 
Data.040 



200 
cn 

o 
O 
0 



Data.026 



Data.027 




10° 10 1 10 2 1 0 3 1 0 4 
FL1-H 
Data.041 - 



10° 10 1 10 2 10 3 10 4 
FL1-H 
Data.042 




10° 10' 10 2 1 0 3 1 0 4 
FL1-H 
Data .061 



10° 10 1 10 2 1 0 3 1 0 4 
FL1-H 
Data.062 



10° 10' 10 2 1 0 3 1 0 4 
FL1-H 
Data.063 



10C5-6 Q 




0 



10° 10' 10 2 10 3 10 4 
FL1-H 
Data.070 




10° 10 1 10 2 10 3 10" 
FL1-H 



200 

:3 
o 
O 

0. 



10° 10 1 10 2 10 3 10 4 
FL1-H 
Data.071 



10° 10 1 10 2 10 3 10 4 
FL1-H 
Data.072 




10° 10 1 10 2 1 0 3 1 0 4 
FL1-H 



10° 10' 10 2 1 0 3 1 0 4 
FL1-H 

HUMAN 
" igG 



FIG. 89 



